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Beskrivning
Denna datauppsättning består av helgenomsekvenseringsdata från kolonier erhållna genom
kolonibildande analyser och cellodling av FACS-renade hematopoetiska stamceller (HSC),
multipotenta progenitorer (MPP), megakaryocyt-erytroida progenitorer (MEP) och granulocyt-
monocytprogenitorer (GMP) ) från 2 MDS-RS-patienter, var och en med 2 konkurrerande SF3B1-
mutantkloner. Syftet med denna datainsamling var att bedöma den klonala hierarkin och historien för
SF3B1-mutationerna.
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Engelska

Analysenhet
Celler

Population
Patienter med myelodysplastisk syndrom med ringsideroblaster (MDS-RS)

Tidsdimension
Tidsserie: Diskret

Studiedesign
Preklinisk studie

Urvalsmetod
Sannolikhetsurval: obundet slumpmässigt urval
Icke-sannolikhetsurval: tillgänglighetsurval
Blandat sannolikhets- och icke-sannolikhetsurval
The data in this dataset is from 2 dual SF3B1mt MDS-RS patients and is part of a study where bone
marrow (BM) samples were collected from 2 dual SF3B1mt MDS-RS patients (Patient 1: N626D,
K666N; Patient 2: K700E, K666N) evaluated at Karolinska University Hospital, Sweden. Diagnostic
procedures were performed according to the European LeukemiaNet recommendation and WHO
classification for myeloid neoplasms. Mutational status was evaluated at the clinic through panel
sequencing for the most common myeloid mutations. Additional samples were collected from a total
of 4 healthy NBM donors for control purposes. All source material was provided with written informed
consent for research use, given in accordance with the Declaration of Helsinki, and the study was
approved by the Ethics Research Committee at Karolinska Institutet.
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